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26 EIYKRWII (BS8)

CONSENSUS-B nPpiPVGel YKRWII

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89
VI32
V415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
CI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
Ci8MBC
HXB2R
LAI-LW123

AD8

WR27

SF2

BZ167

PH153

PH136

TB132

BZ190

LAI

MN

JH31

JRCSF

JRFL

oYl

NY5CG

NL43

CDC41

HAN

CAM1

RF

D31

uG280

YU2

YU10

BCSG3C

P896

GAG46

MANC

GAG314
GAG22 e
GAG15
WEAU160
1-1

2-5

4-7

107979 e

HIV CTL Epitopes

CONSENSUS-B

3202A12
3202A21

CONSENSUS-C
ETH2220
92BR025
UG268

SM145

ZAM18

ZAM20

DJ259

VI313

CONSENSUS-D
847ZR085
94UG114.1

ELI

7276

NDK

V1205

G109

K31

uG274

uUG270

SE365

AV 220 T J e ——

CONSENSUS-F = ---V---mommee-
93BR020.1
VI174

V169
BZ162
VI325

CONSENSUS-G = --------m-=-m--
92NG083
93NG003
LBVvV217

CONSENSUS-H
V1525

VI557

90CRO056

CONSENSUS-O  -??-—--D--RK--V
ANT70 -QueneD—-RK--V
MVP5180 -S--D--RK--V

CPZGAB - DV-R--V-
CPZANT -GGV---Drmreeee



HIV CTL Epitopes

p24 Epitope 27-28

CONSENSUS-B
EPITOPE #

27

28

CONSENSUS-B

CONSENSUS-A

U455
92UG037
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89
VI32
VI415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
CI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
oYl
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2

YKRWIIIGLNKIVRMYSPt
HLA
YKRWIILGLNKIVRMYSPT (B27)
RRWIQLGLQK (B27)

YKRWIIIGLNKIVRMYSPt

I-136
DEC 97

CONSENSUS-B  --ememmemmememnccs
40 o ——
BCSG3C ~  -meemeeeeeees s
T —— S
7YY ——— A
MANC ~ eeeeeeeeeeees
[T YT — A
(7Y —
(7Y CH T ——
(V=7 U T o B ———— v
S
7S

47 e A
(74 T —
71077\ —
707V R ——
CONSENSUS-C  =--rmemmemmemenna v
ETH2220  -eoeememeeeees Vv
1= 1Y 7 S ——— Vv
§c7:7: S —— v

] L S — v
p2 Vi S ———— v
72\ L R — v
DJ259  eeeeeeeeeees v
1V T ——— Vv
(o10] \[S1= STV LK o S —— v
Y41 J— Vv

Y TN [cH K I R——— v
=7 I — (VAS— v
a7 S —— v
N5 S —— Vv
(Y10} S —— K----V
G109 S E— Vv
K31 e v
877 R ——— v
375 (0 J S —— v

] <11 T ——— v
1YL e ——— Vv
CONSENSUS-F  ---rmemmemmemenea v
k1= 121070 A —— v
1V Z S — Vv
1YL ——— v
A7 —— Vv
(V72— v
CONSENSUS-G  ---mrmmmemmemenes v
oF I\ (70T J——— v
K]\ [T010 < Vv
123775 S — v
CONSENSUS-H  =ermemmemeemenna Vv
VI525 e v
Y17 R —— Vv
0101200} —— Vv
CONSENSUS-O  -RK--V----M-K----V/
ANT70 -RK--Vemee-M-K--V
MVP5180 “RK--V=--=-M-K---V
CONSENSUS-CPZ -?--2-2----V--2-2-V
CPZGAB R=-VemeeVooe-C-V
CPZANT  weee Me-=-V=-X---V



HIV CTL Epitopes

p24 Epitope 29-39 CONSENSUS-S
CONSENSUS-B KRWIIGLNKIVRMYSPtSI UG280 = e
EPITOPE # HLA YU2 e
29 KRWIILGLNKIVRMYSPTSI (Bw627?) YUL10 e
30 KRWIILGLNKIVRMY (B27) BCSG3C e S--
31 KRWIILGLNKIVRMY (A33) P896 = ceceeemmeeee- S--
32 KRWIILGLNKIVRMYC (B27) GAG46 e A--
33 KRWIILGLNKIV (B27) MANC  coememeeeeeeee
34 KRWIILGLNK (B*2705) GAG314 = e, A--
35 KRWIILGLNK (B27) GAG22 e
36 KRWIIMGNK (B27) GAG15 e
37 LGLNKIVRMY (Bw62) WEAU160 cmccmmcmmemee V--
38 LGLNKIVRMYS (B62) 11 e
39 RMYSPTSI (B52) 7 S
CONSENSUS-B  KRWIIIGLNKIVRMYSPtSI ora7e T A
CONSENSUS-A  —--ommmmemmeees V-- 3202A12  eeeeeeeeeeeeeeeees
U455 =S V-- 3202A21 = e
92UG037 Y V- CONSENSUS-C  cememememece Ve
BZ126B e V- ETH2220 = —meememmmeeeeed] \--
vIS9 R-—mmemmmeme V- 92BR0O25 ~ ceceeeeeemeens V--
A L V- UG268 = - \--
VIS7 s V-- SM145 = ememmmmmeeed \--
S — V- ZAM18 = e \--
Keg e V-- ZAM20 e V-
K29 e V-- D259 e V-
K e V-- VI3 e V-
K98 e V--
K8 - V-- CONSENSUS-D  —----mmmmmmee V--
VI32 s V-- 84ZR085 e V--
VI415 e oY1 U i 1 R ——— V--
Cl4 Res-mmmmmmmeeees V-- =11 [ — AV/A— V--
LBV23 RK---=-=mmmmmmee- V-- 7276 e \/--
TN243 e I-- NDK e V--
TN245 e V-- VI205 0 - K----V/--
AE_CM240 W e V-- G109 G I V--
CI20 -V V-- K31 = e V--
CI59 ) A V-- UG274 e V--
LBV2310 wmem Ve V-- UG270 e V--
ClI51 O V-- L] S]] — V--
IC144 Vo V-- VI203 e V--
gﬂﬂzzsg?g ................ \{ CONSENSUS-F = —--eeeee V--
UG266 =3 J—— V-- 93BR020.1 - VG-
Q23 e \-- VI1l74 e V--

VIBY e V--
CONSENSUS-B  —----eeememmmemeee- BZ162 s V--
C18MBC W e I-- VI325 e V--
E,§(|.B|_ZVF\{/123 .................... CONSENSUS-G = ------mmmmmmmeee- V--
PN ) 92NG083 e V--
WR27 e 93NG003 e V--
SF2 LBV217 s V--
BZ167 el CONSENSUS-H  woemmemememecnes Ve
i — VI525 = e \--
PH136 - M--mommmoeeee VIS57 e \/--
TB132 e
BZ190 - Moo 90CR056 V
LA s CONSENSUS-O  RK--V-----M-K----V--
MN e S-- ANT70 RK--V-----M-K----V--
JH31T e S-- MVP5180 RK--V-----M-K----\/--
32%? S V CONSENSUS-CPZ ?2--?-2----V--2-2-V--
OYl e CPZGAB R--V------V----C-V--
NY5CG - CPZANT - M----V--X---V--
NL43 s
CDC4l - I--
HAN e
CAM1 s
]

1-137

DEC 97



HIV CTL Epitopes

p24 Epitope 40-41 \C(Si\‘OSENSUS'B """""""""""
CONSENSUS-B  PKEpFRDYVDRFYKTLRAEQAS BCSG3C - S —
Epitope # HLA P896 @ e
40 PKEPFRDYVDRFYKTLRAEQAS (B14) GAG46 @ ———--memeemmeeeeee
41 DRFYKTLRA (B14) Y 7Y N2 —

GAG314 s
CONSENSUS-B PKEpFRDYVDRFYKTLRAEQAs GAGDD T
CONSENSUS-A  ------meom- foeemmev t GAG15 e
U455  ceeeeeeeeeee [ T WEAU160 e T
92UG037 e e T -1 e
BZ126B e Fommeeees T 25 e
vIs9 G N I e ——
VIZ10 - [ T 07474 T ————
1717 20— =RV 3202A12 e
K112 - [ T 3202A21 N ——
25 S—— CONSENSUSC ot
k7 FA. ETH2220 —eoeeeee- Fommnnnn- T

92BR0O25 ~  -emeeeeee- [ SHEN— T
KO8 e F-A----T

UG268 e Frnnnnne- T
22— S T

SM145 s SR T
VIZ2 e Fommmmn T

ZAM18 e Frnnnnmn- T
VI415 s Fl---T 20 o T
o1 F-ConenenT ZAM

DJ259 e Frmennnn-
(112177 - S T VI3ls e o T
TN243 e T
TN245 s T CONSENSUS-D  ------mmeemmmmenmeee
AE_CM240 —oeeeeemeeeeeeeee T 4 =0 - S —
Cl20 - Femmmeee T 94UG114.1  -eeemmeeeemeeeeee
CI59 e e all =
LBV2310 - F-V------ T A
Cl51 e e T (V] —
IC144 e Frmmmeeees VI205 G
DJ258 e Fomeenne- T 310 —
CM238 s T 3 o ——
uG266 KE---K-F----m-- T UG274 e
Q23 e F--F-----T UG270 e
CONSENSUSB o V203 —
(oK< V| =T —— T
HXB2R ~ eeemeemmemeenoee CONSENSUS-F  -----mmemm- Fomeneee T
LAI-LW123  -eeememmeomeeooeeee 93BR020.1 ~  ----eemeee- Fomemmen T
AD8 e VIL7T4 s Fomeeees T
A VIB9 e Fo-E-T
SF2 e Bz162 - e T
BZ167 ~  eeeeeeeeeeeeeeeee- VI325 S Frnmmmee- T
PH153 e
PH136 cceeeeeeeeeeeeeee CONSENSUS-G = ---------——- | T
TB132 e 92NG083 e Femmnme- T
BZ190 e 93NG003 - F----e--- T
LAl e LBV217 e Frnnnn- T
MN e CONSENSUS-H ~ -oeeenen FommeeT
JH3L e VIS25 e Sl
JRCSF e T VIB57 e F-A——-T
JREL e 90CRO56 ~  =wemeoeoe- Sl
OYl s
V)71 O — [0{0]NIS1 = NES UES @ JN N ————— T
] 177 U — ANT70 e T
CDC41l s MVP5180 —reemeeememeeenees T
SAML — CONSENSUS-CPZ ~—-rorrrr (—
rRE CPZGAB ~  seeeeeeeeeeeeeees
D31 e T CPZANT  cmeeeeeeeee J-enmn-
UG280 e
YU2 e

I-138

DEC 97



HIV CTL Epitopes

. CONSENSUS-C ~ ----t-D- .
p24 Epitope 42-44 E 220 e p24 Epitope 45-47
CONSENSUS-B RAEQAsQeV 92BR025 -----T-D- CONSENSUS-B AEQAsQeVKNw
EPITOPE # HLA UG268 -----T-D- EPITOPE # HLA
42 RAEQASQEV (Cw8) SM145 -----T-D- 45 AEQASQDVKNW (B44)
43 RAEQASQEV (B147?) ZAM18 -----T-D- 46 QASQDVKNW (B*57)
44 RAEQASQEV (B14) é/jg/lszgo -----TE-)D- 47 QASQDVKNW (Cw0401)
CONSENSUS-B RAEQAsQeV VI313 ---T-D- CONSENSUS-B AEQAsQeVKNw
CONSENSUS-A - t-- CONSENSUS-D CONSENSUS-A
U455 ---T-D- 84ZR085 U455
92UG037 - T--- 94UG114.1 92UG037
BZ126B - T--- ELI BZ126B
(VT2 R — T--- 7276 VI59
VI310 e T-A- NDK VI310
/17— D- VI205 VI57
K112 e T--- G109 K112
- D — T--- K31 K88
K29 T--- UG274 K29
K7 UG270 K7
K98 e T--- SE365 K98
K89 —---T-D- VI203 K89
VIZ2 e T--- VI32
VI415 e T--- CONSENSUS-F V1415
cl4 T--- 93BR020.1 cl4
LBV23 ---T-D- VI174 LBV23
TN243 e T--- V169 TN243
TN245 T--- BZ162 TN245
AE_CM240 - T--- VI325 AE_CM240
o o
92NG083
LBV2310 - T--- LBV2310
csL e T 93NG003 CIs1
LBV217 —--T-D-
IC144 e IC144 e
DJ258 - T--- DJ258 S S
CM238 T--- \C,,%QE-,S ENSUS-H _____T_,;_d CM238 N S—
UG266 —---T-D- VIS57 e T UG266 —--T-D---$
Q23 --==-T-D- 90CR056 —--T-D- Q23 —==-T-D----
CONSENSUS-B CONSENSUS-O  ----- Tee- CONSENSUS-B
C18MBC ANT70 e Teo- C18MBC
HXB2R MVP5180 e Teee HXB2R
LAI-LW123 LAI-LW123
ADS8 CONSENSUS-CPZ ------- ?- AD8
WR27 CPZGAB - WR27
SF2 CPZANT  —men p- SF2
BZ167 BZ167
PH153 PH153
PH136 PH136
TB132 TB132
BZ190 BZ190
LAI LAl
MN MN
JH31 JH31
JRCSF JRCSF
JRFL JRFL
ovI ovI
NY5CG NY5CG
NL43 NL43
cbc41 CcDC41
HAN HAN
CAM1 CAM1
RF RF
D31 D31
UG280 UG280
YUu2 YU2
YU10 YU10
BCSG3C BCSG3C
P896 P896
GAG46 GAG46
MANC MANC
GAG314 GAG314
GAG22 GAG22
GAG15 GAG15
WEAU160 WEAU160
1-1 T —
2-5 2-5
4-7 4-7
107979 107979
3202A12 3202A12
3202A21 3202A21

I1-139
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HIV CTL Epitopes

CONSENSUS-C ~ ---- t-Deemv

ETH2220 e T-Deee-
92BR025 —-T-D
UG268
SM145
ZAM18 T
ZAM20 T
DJ259 e Do
VI313 e T-Doem

CONSENSUS-D =~ ------ d----
847ZR085
94UG114.1
ELI

2276

NDK

V1205
G109

K31

uG274
UG270
SE365
V1203

CONSENSUS-F =~ ----T----g-
93BR020.1 TG
VI174 TG
VI69 --E-T---G-
BZ162 cee-Te-G-
VI325  —

CONSENSUS-G = ----T--—-
92NG083 TG
93NG003 B
LBV217 e T-Domee

CONSENSUS-H  ---T-d----
VI525 e T-Doem-
VI557 I e
90CRO056 e -T-Doee-

CONSENSUS-O  -=-T----m-
ANT70 T
MVP5180 I S

CPZGAB
CPZANT P--A-

p24 Epitope 48

Epitope 48  VKNWMTETLL (BS)
CONSENSUS-B  VKNwmTETIL

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
Cl51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
oYl
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
UG280
YUu2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

4-7
107979
3202A12
3202A21

CONSENSUS-C
ETH2220
92BR025

CONSENSUS-C

UG268
SM145
ZAM18
ZAM20
DJ259
VI313

CONSENSUS-D
847ZR085
94UG114.1
ELI

7276

NDK

V1205
G109

K31
uG274
uUG270
SE365
V1203

CONSENSUS-F
93BR020.1
VI174

V169

BZ162

VI325

CONSENSUS-G
92NG083
93NG003
LBVvV217

CONSENSUS-H
VI525

VI557

90CRO056

CONSENSUS-O  -------mm-
ANT70
MVP5180

CONSENSUS-CPZ --?---?---
CPZGAB
CPZANT




p24 Epitope 49-51

CONSENSUS-B VgNaNPDCKTILKAL

EPITOPE # HLA
49 VQNANPDCKTILKAL (BS8)
50 NANPDCKTI (B51)
51 DCKTILKAL (B8)

CONSENSUS-B VgNaNPDCKTILKAL

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
Cl20
CI59
LBV2310
ClI51
1C144
DJ258
CM238
UG266
Q23

CONSENSUS-B
CisMBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
()]
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
UG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

4-7
107979
3202A12
3202A21

CONSENSUS-C = -mmmmmmmmeee R--

ETH2220  ceoeoeeeee R--
92BR025 ~ ceeeeeeee R--
UG268
SM145
ZAM18
ZAM20
DJ259
VI313

CONSENSUS-D  ------------—-
847ZR085
94UG114.1
ELI

2276

NDK

V1205
G109

K31

uG274
uG270
SE365

LY/ 720k J e —

CONSENSUS-F = -------eeee
93BR020.1
VI174

V169
BZ162
V1325

CONSENSUS-G ~ ---wmeoemeee r-
92NG083
93NG003
LBV217

CONSENSUS-H
V1525

VI557

90CR056

CONSENSUS-O  -~-?----Q-?-
ANT70 QS
MVP5180 S Qe

CONSENSUS-CPZ ?---enen-P-rnnv
CPZGAB  reeeee Qeeeee
CPZANT [ Heeees

I-141
DEC 97

HIV CTL Epitopes

p24 Epitope 52
Epitope 52  ACQGVGGPGHK (A11)
CONSENSUS-B ACQGVGGPgHK

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
ClI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8

WR27

SF2

BZ167

PH153

PH136

TB132

BZ190 = e
[
MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YUu2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

4-7
107979
3202A12
3202A21




HIV CTL Epitopes

CONSENSUS-C

ETH2220
92BR025
UG268
SM145
ZAM18
ZAM20
DJ259
VI313

CONSENSUS-D
847ZR085
94UG114.1
ELI

2276

NDK

V1205
G109

K31

uG274
UG270
SE365
V1203

CONSENSUS-F
93BR020.1
VI174

V169

BZ162

VI325

CONSENSUS-G
92NG083
93NGO003
LBV217

CONSENSUS-H
VI525

VI557

90CRO056

CONSENSUS-O
ANT70
MVP5180

CONSENSUS-CPZ -------- ?--

CPZGAB
CPZANT

p24 Epitope 53
Epitope 53  GPGHKARVL (B7)

CONSENSUS-B GPgHKARVI

CONSENSUS-A
U455

92UG037
BZ126B

VI59

VI310

VI57

K112

K88

K29

K7

K98

K89

VI32

V1415

Cl4

LBV23

TN243

TN245
AE_CM240
ClI20

Cl59

LBV2310

o1 -
o2 E—
DJ258 e
CM238 S
UG266 Se-Q--
Q23 et

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8

WR27

SF2

BZ167

PH153

PH136

TB132

BZ190 = e
[
MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

4-7
107979
3202A12
3202A21

CONSENSUS-C~ --§------

ETH2220 S N—
92BR025 ~ -eeeeees
UG268 e
SM145 N
ZAM18 -
ZAM20 -
DJ259 B
VI313 e

CONSENSUS-D
847ZR085
94UG114.1
ELI

7276

NDK

V1205
G109

K31

uG274
uG270
SE365
V1203

CONSENSUS-F =~ ---------
93BR020.1
VI174

V169
BZ162
VI325

CONSENSUS-G ~ --S------
92NG083 -

93NG003 -
LBV217 o See

CONSENSUS-H
V1525

VI557

90CR056

CONSENSUS-O  --T---27-
ANT70 T
MVP5180 ~T-KI-

CONSENSUS-CPZ --?-----
CPZGAB S
CPZANT A




